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Fig. 4a 

570 0 AV705532J) 190 Z44 352_15 783 OL: 52 

Query: 1 ggacccaggatataagcggaaaacactttctctacttagatacaactttttc 52 

IIIIIMlllllllllllllllNIIMUIUIIIIIIIimillMMl 
Sbjct: 52 ggacccaggatatgagcggaaaacactttctctacttagatacaactttttc 1 

Fig. 4b 

570 1 AV705532 0 100 Z44352_14 1649 OL: 52 

Query* 1 ggacccaggatatgagcggaaaacactttctctacttagatacaactttttc 
1)111) || M I 1 1 I I I I I I 1 1 I I 1 1 1 1 M 1 1 1 1 M I M I I I I 1 1 M 1 I I I 1 1 
Sbjct: 52 ggacccaggatatgagcggaaaacactttctctacttagatacaactttttc 1 

Fig. 4c 

570 2 AV705532_0 190 Z44352_13 1861 OL: 52 

Ouerv 1 qqacccaggatatgagcggaaaacactttctctacttagatacaactttttc 52 

II I I I I III I I I I 1 I I I I I I I 1 J I J I I I I I I I I I I I I I I I * I 1 I I I I I I 1 I I 
Sbjct: 52 ggacccaggatatgagcggaaaacactttctctacttagatacaactttttc 1 



52 



Fig. 4d 



571 0 AW070860J) 214 TB1142_7 1934 OL; 54 

Query: 1 gtaagggaactttggcgacttagtgcgatcactgggagaattgtagagtccact 54 

| | ) | ) I J I I I I M I II I I I M I I I 1 1 1 1 I M I I II II M H I I I I I f M I f 1 1 I 
Sbjct: 1215 graagggaaotttggogacttagtgcgatcactgggagaattgtagagtccact 1162 

Score =22.3 tits (11), Expect - 0.66 
Identities = 11/11 (100%) 
Strand = Plus /' Minus 



Query: 146 acttccagagg 156 

I i II i i I I I M 
Sbjnt: 760 acttccagagg 750 



Fig. 4e 



571 1 AW07086C_0 214 T81142_6 2353 OL: 54 

Oue"y: 1 gtaacgaaactt tggcgact tagtgcgatcactgggagaattgtagagtccact 54 

| i I M ) I II i M M I I M I N I I I I M I I I i I M I H I I I M II I M I f I f I II 
Sbjct: 1215 gtaagggaactttggcgacttagtgcgatcactgggagaattgtagagtccact 1162 



Score « 22.3 bits (11), Expect =0.66 
Identities - 11/11 (ICQ*) 
Strand - Plus / Minus 



Query: 146 acttccagagg 156 

M M I ! N ! J I 
Sbict: 760 acttccsgagg "7 50 



I 
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Score = 22.3 bits (11), Expect - 0.66 
Identities = 11/11 (100%) 
Strand = Plus / Plus 



Query: 100 ggaaaacacac 110 

I I I I I ! I I I I ) 
Sbjct: 1900 ggaaaacacac 1910 



Fig. 4f 



571 2 AW070860 0 214 T81142JJ 2500 OL: 54 

Ouerv 1 gtaagggaactttggcgacttagtgcgatcactgggagaattgtagagtccact 54 
Query. f 111 I I I | I I I I I I I I I I I I I I I I I I I N I I I I I I I I I I H I I I I I I I I I M N 

Sbjct: 1317 gtaagggaactttggcgacttagtgcgatcactgggagaattgtagogtccact 1264 

Score =22.3 bits (11), Expect =0.66 
Identities - 11/11 (100%) 
Strand = Plus / Minus 



Query: 146 acttccagagg 156 

)li!!)IMII 
Sbjct: 862 acttccagagg 852 



Score =22.3 bits (11), Expect = 0.66 
Identities = 11/11 (100%) 
Strand « Pius / Plus 



Query: 1QQ ggaaaacacac 110 

I I I I I I i I II I 
Sbjct: 2G47 ggaaaacacac 2057 



Fig. 4g 



571 3 AW070860_0 214 T81142_3 947 OL: 54 

Ou«-y 1 gtaaggaaactttqqccacttagtgcgatcactgggagaattgtagagtccact 54 
' I I I I I I I t I I I I I I I I I I I I I I 1 I I I I I i • * • 1 I I I I I I I I I I I I I I I 1 I I M I 

Sbjct: 224 gtaagoqaactttqqcgacttagtgcgatcactgggagaattgtagagtccact 171 



Fig.4h 



571 4 AW070860 0 214 T8U42_2 1366 OL: 54 

Ouerv i gtaaagqaactttgccaacttagtgcgatcactgggagaattgtagagtccact 54 

M , il i U M M ! M 1 M M 1 I I ! I! ! I M I M I M 1 M I I I I I M I M i M 1 I 
Sbjct: 7.24 gtaagggaactttgccgacttactgcgatcactgggagaattgtagagtccact 1.1 



Score = 22.3 bit? ill}, Expect. 



o.eo 



Identities = 11/11 (100%) 
Strand = Plus / Plus 
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Ouery: 100 cjrjaaaacacac 110 

I I I I I I I I I I I 
Sbjct: 913 ggaaaacacac 923 



Fig. 4i 



572 0 BE046369_0 422 W26553_3 1532 OL: 52 

Query 1 aatcttcataatccccatgtgtcaaaggagagaccaggtggaggtaactgaa 52 

IMIIIIII I I I I I I I 11 I I I 1 I 1 1 I I I 1 1 I I M I III 1 1 I I I 1 I I I 

Sbjct: 1481 aatcttcataatccccatgtgtcaaaggagagaccaggtggaggtaactgaa 15 jZ 



Fig. 4j 



572 1 BE04 6369_0 422 W26553_2 1753 OL: 52 

OuerV 1 aatcttcataatccccatgtgtcaaaggagagaccaggtggaggtaactgaa 52 

1 1 I I I I I I I I I I I I I I I I M I I 1 1 I 1 1 I I I I 1 1 I 1 1 I I I I I I M 1 1 I I I I I I 
Sbjct: 1702 aatcttcataatccccatgtgtcaaaggagagaccaggtggaggtaactgaa 1753 



Fig. 4k 



572 2 BE04 6369_0 4 22 W26553_l 1832 OL: 52 

Ou " . t iatctteataat.ccccatgtgtcaaaggagagaccaggtggaggtaactgaa 5<r 

1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 > • ■ ■ > * i > i 1 < * 1 1 o „ 

Sbjct: 1781 aatcttcataatccccatgtgtcaaaggagagaccaggtggaggtaactgaa 1832 
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53BP1_76P 53BP1 10394 76P 6837 OL:3046 OF1:. 5463 

OF2: 2018 

Score » 1659 bits (837), Expect =0.0 
Identities - 840/841 (99%) 
Strand = Plus / Minus 



Query: 74 32 gagacggaatttcgctcttgttgcccaggctggaatgcaatggcacaatctcagctcact 

| || | | || || || || MM II II II III! II II II M H II M II II II III Ml MUM I 
Sbjct; 3113 gaqacggaatttcgctcttgttgcccaqactggaatQcaatQqcacaatctcagctcact 

3054 



Query: 7492 gcagcgtctgcttcccaggttcaagcaattctcctgtctcagcctcctgagtagctggga 

I I 1 1 1 1 II II II M M I II I I 1 1 M II I II I 1 1 1 M II M I I M M M M I I I M 1 1 M I 
Sbjct : 3053 gcagcgtctgcttcccaggttcaagcaattctcctgtctcagcctcctgagtagctggga 

2994 



Query: 7552 ttacaggcacatgccaccacacctggctaatttttgtatttttagtagaatcgaggtttc 

7611 | M II M I I M I I M I I M I M 11 M M M I 1 I M I M M I M M I M M M I M M I II 

Sbjct : 2993 ttacaggcacatgccaccacacctggctaatttttgtatttttagtagaatcgaggtttc 

2934 



Qu«±y: 7612 aLcatyl LggLcdygcLqyLctcaaactcutgacttcaggtganccgcccgcctcggcct 
7 671 * 

| | n M M I I II M M M I M I I I I M I I II I M M M M II I 11 M M M I I I M M M 
Sbjct: 2933 atcatgttggtcaggctggtctcaaactcctgacttcaggtgatccgcccgcctcggcct 

2874 



Query: 7672 cccaaagtgctgggattacaggtgtgagccaccatgcccggcctaagaaatacttttaag 
773i 

I | (M M I I I I M I I I I I M II I I II I I I II I I M I II I II II M I I M I M M M III I 
Sbjct : 2873 cccaaagtgctgggattacaggtgtgagccaccatgcccggcctaagaaatacttttaag 

2814 

Query: 77 32 tatattttcattagctagaat tgcccaatctgtgtaggtataaattacttggtataggga 

M II I M I I I I I M I M II M I I I II ! I M I 1 I M M M I II II I II M i I I M M II I I 
Sbjct : 2813 tatattt tcattagctagaattgcccaatctgtgtaggtataaattacttggtataggga 

2754 

Query: 7792 gagagaaagcctatcttacctct tgctttcttacttggtggtaacatccagcagttagtc 

I I I M I M M I I i M I M M M M M M M II M I M M M M M I M I M I M M M II 
Sbjct : $753 gagagaaagcclatcttacctgttgctttcttacttggtggtaacatccagcagttagtc 



Fig. 
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Query: 7852 tatttataaacataattactttttcacatatgaaccataaaatatttaactttctgctct 
7911 

1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M It 111 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 « 1 1 1 1 1 1 
Sbjct : 2693 tatttataaacataattactttttcacatatgaaccataaaatatttaactttctgctct 

2634 

Query: 7912 atattgtttgtttaccgctgtatctcccacagcttgaacagtaccaaggtacgtagtagg 

?971 1 1 1 1 1 n 1 1 1 1 iiMiMiimmiiiimiimMMiMimiiimmi 

Sbjct : 2633 atattgtttgtctaccgctgtatctcccacagcttgaacagtaccaaggtacgtagtagg 
2574 



Query. 7 972 tgctcaataaatgactattgaataaatgaacatatccaacaaatgttctcaatgtaaagg 

8031 | | | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I I t 1 1 1 1 1 1 1 I I 1 1 1 I 1 1 1 > 1 1 1 I I 

Sbjct : 2573 tgctcaataaatgactattgaataaatgaacatatccaacaaatgttctcaatgtaaagg 

2514 



Query: 8032 atcagagatgccacatgttctccttgatgggagagacccttccacatgggaatgatggga 

8091 

1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 m 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 ii i 

Sbjct : 2513 atcagagatgccacatgttctccttgatgggagagacccttccacatgggaatgatggga 



2454 



Query: 9092 aggagttgtactcctggatgttcagtaactgcttctaggagaaaaggtagagtcctatca 

8151 1 1 I 1 1 1 1 1 1 1 1 1 1 II I I II II 1 1 M 1 1 1 1 III I II I Mil I 1 1 1 ' r t M I M M Ml If I 

Sbjct : 2453 aggagttgtactcctggatgttcagtaactgcttctaggagaaaaggtagagtcctatca 



2394 



Query: 8152 ctaagccgcagatatttatttgtgtgtggctagaatgggatgttttgaatcttctgttac 
82 1 1 

n 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2393 ctaagccgcagatatttatttgtgtgtggctagaatgggatgt tttgaatcttctgttac 



2334 



Query: 8212 aaccttgggaacgtggctgttatttcaatttatgagccagaaattttcacatcccgaaac 
8271 

II i M M M 1 1 M M I I I M 1 1 1 I I M I II 1 1 M II I M M I M M I 1 I M t 1 1 M 1 1 1 1 

Sbjct: 2333 aaccttgggaacgtggctgtt.att tcaatt tatgagccagaaattttcacatcccgaaac 
2274 



Query: 8272 l 8272 
i 

Sbjct: 2273 t 2273 



Score - 1655 bits (835), Expect 
Identities - 849/856 (99%) 
Strand = Plus /Minus 



- 0.0 

Fig. 5a continyed 
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Query: 5903 agatattgctttaggggtatttgatgtggtggtgacggacccctcatgcccagcctcggt 



596? 



i iii i in i ii ii i ii i nil in in n ii i ii inn imm i n 1 1 in i in m 

Sbjct: 4642 agatattgctttaggggtatttgatgtggtggtgacggacccctcatgcccagcctcggt 



4583 



Query: 5963 gctgaagtgtgctgaagcattgcagctgcctgtggtgtcacaagagtgggtgatccagtg 

I | n | 1 1| | 1 1 | | | 1 1 || II I I II I M M 1 1 I I M I II I 1 1 II 1 1 1 1 II I I Ml I II 1 1 I 
Sbjct : 4 582 gctgaagtgtgctgaagcattgcagctgcctgtggtgtcacaagagtgggtgatccagtg 



4523 



Query: 6023 cctcattgttggggagagaattggattcaagcagcatccaaaatataaacacgattatgt 
6082 

I 1 I I | I | | I I I I I I I I I 1 II I I I I I I I I M I I M M I II I M I II II I I I I I M I M I I I 
Sbjct: 4 522 cctcattgttggggagagaattggattcaagcagcatccaaaatataaacacgattatgt 



4463 



Query: 6083 ttctcactaaagatacttggtcttactggttttattccctgctatcgtggagattgtgtt 

6142 in mil in HI II II I II Mil I Ml III I III II I I III M III Mill I I Mill 

Sbjct: 4462 ttctcactaaagatacttggtcttactggttttattccctgctatcgtggagattgtgtt 



4403 



Query: 6143 ttaaccaggttttaaatgtgtcttgtgtgtaactggattccttgcatggatcttgtatat 

*i 1 1 1 1 1 1 1 m 1 1 1 1 1 1 1 ii 1 1 1 1 1 n 1 1 1 1 1 1 i.i 1 1 1 1 i-i 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 m i 

Sbjct : 4402 ttaaccaggttttaaatgtgtcttgtgtgtaactggattccttgcatggatcttgtatat 



4343 



Query : 6203 agttttatttgctgaacttttatgataaaataaatgttgaatctctttggttgtagtaac 

6262 hi 1 1 iii iii ii ii in Mill ii i ii in Minimi i inn 1 1 ii 1 1 in mi 

Sbjct : 4342 agttttatttgctgaacttttatgataaaataaatgttgaatctctttggttgtagtaac 



4283 



6263 tgggatttcttcatctgnnnnnnngagcttaatctcagaacaaatgacaagacatagtac 

I | | | | | | | | i | | i | | | | imiMMmilMMMIIMimiMIIMI 
4282 tgggatttcttcatctgtttttttgagcttaatctcagaacaaatgacaagacatagtac 



Query: 632 3 tttctctgagtctrtcaacaggcttattcacttacggaggacagctcaccaaggaaattg 

I | | | | | | (11 I I M I II Ml 1 1 I I 1 1 I H i J M I 11 HI I Ml I II M I II I I M Ml M 
Sbjct : 4222 tttctctgagtct ttcaacaggcttattcacttacggaggacagctcaccaaggaaattg 

4162 

Query: 6383 aaaagttaayaytgaacl. n.attctgtggcatcattcccaaoaggttattccagggtgtr. 

Fig, 5a continued 



Query: 
6322 

Sbjct : 
1223 



8 
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Sbjct: 
4103 



1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 imumi 

4162 aaaagttaagagtgaactttattctgtggcatcattcccaaaaggttattccagggtgtc 



Query: 64 4 3 taaaatgctatgcttgcagaaactcagtttaaggtaggtgaaggcccagattaacagttg 
6502 

imim iiiMiiMi NmiMMmiitiimniimuiniiiiiiMi 

Sbjct : 4102 taaaatgctatgcttgcagaaactcagtttaaggtaggtgaaggcccagattaacagt tg 
4043 



Query: 
6562 

Sbjct: 
3983 



6503 tgccaaaagttgagtggaattgggcacagctctgtttcctgacagttaaaaaagacctca 

I I I I I I I I I I 1 f I I f f f I I 1 f f f I 1 1 I I I I I f 1 f M f I f f I f I I I t M f i C f f K f I M f 1 
4042 tgccaaaagttgagtggaattgggcacagctctgtttcctgacagttaaaaaagacctca 



Query: 
6622 

Sbict : 
3923 



6563 tgctctctctctgagctgagatcacagctcacctgtgggtactccccaactcttagagct 

I I ] M I 1 1 t t 1 1 I M 1 1 I 1 I t t J ! ! 1 K I K I 1 I I I I I M 1 1 M I I I M I M 1 i I 1 1 I I I I I 
3982 tgctctctctctgagctgagatcacagctcacctgtgggtactccccaactcttagagct 



Query: 
6682 

Sbjct : 
3863 



662 3 aaagggagaacgaaaggaccaactgccatgaagggacagtgaccataagcttgatggaat 

nilllllllllllllllllllllMllllllllllillMIIIIMilllMIMini 
3922 aaagggagaacgaaaggaccaactgccatgaagggacagtgaccataagcttgatggaat 



Query: 
67 4 2 

Sbjct: 
3803 



6683 gaccttccgtaagataaacatgggaagcacaagtgagaacacctggaaatgttacacgtt 

| | M M I H M I I I I I I 11 I I I I I U I I M I I I I I n Hi M I I I I I I » I I M I I 1 1 1 H 
3862 gaccttccgtaagataaacatgggaagcacaagtgagaacacctggaaatgttacacgtt 



Query: £743 
Sbjct: 3802 



ctagtcaaagacccaa 6758 

MMIMIIIIM1M 

ctagtcaaagacccaa 3787 



Score = 1211 bits (611), Expect = 0.0 
Identities - 625/632 (98%) 
Strand * Flus / Minus 



Query: 677 S gt cacaa tagctggaagcagttccttccctt cctctggcatcactgatccctgcatggct 

€33^ * 

I i I i | I I I i I ! I ! I M I II I I M t ! It N I I I M I I I 1 I 1 I I I I M I 1 ! i M i M I I ill 
Sbjct : 3767 gt cacaat agct ggaagcagtt ccttccct tcctctggcatcactgatccctgcatggct 

j7::'V 



5 
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6838 tctcattctctaaagcaggggtcaacaaggnnnnnnnctgtaaagggtcaaagagtaaat 

|| Ml | II t II IUMM I ! IIHIHIM I II I I I I I I I I I I I 1 1 1 1 M II I 

3707 tctcattctctaaagcaggggtcaacaaggtttttttctgtaaagggtcaaagagtaaat 



68 98 atttcaggctttgtgggccatttgatccatcacaactactcgcctttgctgtgagggcat 

M 1 1 1 I I I I I I I I 1 1 1 1 I M I II II I 1 1 1 1 1 1 M I 1 1 1 I 1 1 I 1 I I I I I I I I M 1 1 1 1 I I I 
3647 atttcaggctttgtgggccatttgatccatcacaactactcgcctttgctgtgagggcat 

6958 gaaagcaaccatagacaatgagtaaacaaatgggcacggctgtgtttcagtaaaactgta 

I | 1 1 1 I I I I I I I i 1 1 I I I 1 1 t 1 1 M 1 1 1 1 1 1 1 1 M I I I I I I I I I 1 1 1 1 I 1 1 I K I I I I I I K 
3587 gaaagcaaccatagacaatgagtaaacaaatgggcacggctgtgtttcagtaaaactgta 

7018 caaaaacagacagcaggccatagtttgccagctcctgctccagagacagcagtggaaagg 

I I I I I I I I I I I I I I I I I M M M 1 .1 I 1 1 1 I I M I I I I I I I I I I I II I I I I I II I t I I I M 
3527 caaaaacagacagcaggccatagtttgccagctcctgctccagagacagcagtggaaagg 



Query: 7078 gtgatct ttagttgataatagcagggaataagttgtcagagcttcccagtgtgtgtagaa 

\l M || II I i j | I I I I I I I I I I I I II II M I I I I II I I t I I I II I M I I 1 I n I I I I J ' I 
Sbjct : 34 67 gtgatctttagt tgataatagcagggaataagttgtcagagcttcccagtgtgtgtagaa 

3408 

7138 tatgtagtgatgaaaaccagatgcagtgactataacctgatgccagaacactgcattctt 

I I | I M I M 1 I f 1 t I t I M 1 I I I I I I f 1 1 I I M I I I I II I I 1 1 1 I I I 1 1 I i I 1 1 1 I 1 1 1 1 
3407 tatgtagtgatgaaaaccagatgcagtgactataacctgatgccagaacactgcattctt 



Query: 7198 tt tcagt ttggagggcgttgttcagtgaatatttctttttacttacactgatatgaatat 

72S7 

| M | | | | | I I | I I I I Ml M I I I I 11 II I I M I 11 M M M M III I I I I 1 I I I II Nil 
Sbjct ; 3347 tttcagtt t ggagggcgttgttcagtgaatatttctttttacttacactgatatgaatat 

328B 

Query: 7 256 tgat taccagtgatqgctggGccatat taagataacttcaacccctatggtttgtgtaag 

I | If M I I I I | |l < \ i M II I I I II I I I I I I I M M I I I I 11 I I I II I I M I I I I I I I I I 
Sfc-ct : 322? tcattaccaqLgatcccigggccatattaagataacttcaacccctatggtttqtgtaag 

327. H 

Query: 7518 atccyiaat iggacctgcaatcttcagtatttaaaaatctaacaact-tgatctcaatttt 

Fig 0 5a continued 



Qu ry: 
6897 



Sbjct ; 
3648 



Query: 
6957 

Sbjct: 
3bBb 



Query: 
7017 

Sbjct: 
3528 



Query: 
7077 

Sbjct : 
34 68 



Query: 
7197 

Sbjct : 
3348 



I 
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MMiimmi iiiiiiininiiiiiiiiiniiiiiiiiiiiM mi imiii 

Sbjct : 3227 atgggtaattgggcctgcaatctccagtatttaaaaatctaacaacttgatctcaatxtt 
3168 

Query: 7378 ttcttaaggacctttttcttggagaataatac 7409 

I I I I I 1 I I 1 I 1 I i 1 1 I I I I I I I I I I I 1 I 1 1 1 1 
Sbjct: 3167 ttcttaaggacctttttcttggagaataatac 3136 



Score = 404 bits (204), Expect 
Identities = 204/204 (100%) 
Strand * Plus / Minus 



e-115 



Query: 
5615 

Sbjct : 
6110 



5556 cagtgtaacacagcttaccagtgtcttctaattgcggatcagcattgtcgaacccggaag 

1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 n i n 1 1 1 1 1 1 1 

6169 cagtgtaacacagcttaccagtgtcttctaattgcggatcagcattgtcgaacccggaag 



Query: 
5675 

Sbjct: 
6050 



5616 tacttcctgtgccttgccagtgggattccttgtgtgtctcatgtctgggtccatgatagt 

1 1 1 1 1 1 1 I 1 1 I I I 1 1 1 I 1 1 I I I I I I 1 1 1 I 1 1 I I I 1 1 1 1 1 1 1 1 M I I I II I I I I I I I I M I 
6109 tacttcctgtgccttgccagtgggattccttgtgtgtctcatgtctgggtccatgatagt 



Query: 
S735 

Sbjct: 
5990 



567 6 tgccatgccaaccagctccagaactaccgtaattatctgttgccagctgggtacagcctt 

' I I I I 1 1 I M 1 I I S M I t 1 1 1 I I I I i 1 1 1 1 1 I M 1 I M 1 1 1 1 1 I t I M I I 1 1 I 1 I 1 I I I I I 
604 9 tgccatgccaaccagctccagaactaccgtaattatctgttgccagctgggtacagcctt 



Query: 5736 gaggagcaaagaattctggactgg 5759 

III! Ill Ml Mil IMIII 1111 
Sbjct: 5989 gaggagcaaagaattctggactgg 5966 



Score - 291 bits (147), Expect * le-80 
Identities » 147/147 (100%) 
Strand * Plus / Minus 



Query: 5758 ggcaaccccgtgaaaatcctttccagaatctgaaggtactcttggtatcagaccaacagc 
5817 

j | M M II M M M M M M M M I M M I I I I I M M M M I II M II M M M I M M 
Sbjct : 5159 ggcaaccccgtgaaaatcctttccagaatctgaaggtactcttggtatcagaccaacagc 



Query: 
5^77 

Sbjct : 
5040 



5918 agciSCttcctggogctctggtctgagatcctcatgactggtGgtgcagcctctqtgaagc 

\ i I M II ! ! ! | | I i IS II I! M M I I M M I I M I M M I M M M I U II M i II M II 
5099 agaacttcctggagctctggtccgagatcctcatgactggtggtgcagcctctgtgaagc 



Fig. 5a o 
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Query: 5878 agcaccatt caagtgcccataacaaag 5904 

I I M I I I I I I I I I I I M I I I It I I I I K 
Sbjct: 5039 agcaccattcaagtgcccataacaaag 5013 

Score - 281 bits (142), Expect « 9e-78 
Identities - 142/142 (100%) 
Strand = Plus / Minus 



Query: 8920 ctgcccagagttccaccagcctgggtatagtatttgttataatctagtcgtaacagrtagt 
8979 

I Ml I! I III II | I Ml II Ml I II IIIIM I Mill Ml III llllll III I III I M I 
Sbjct : 2274 ctgcccagagttccaccagcctgggtatagtatttgttataatctagtcgtaacagtagt 

2215 

Query: 8980 tgagccaaat ctgagttgatct gatgat tccgaacactggagagaatcttgaacaggagr. 
9039 

I M I I I I I I I I ! I i I i i M I I I II I M I I I I I I I I I I I 1 M 1 1 I I I I I 1 I I K I I II I M I 
Sbjct : 2214 tgagccaaatctgagttgatctgatgattccgaacactggagagaatcttgaacaggagt 

2155 

Query: 904 0 gaagactggcggctaaagccct 9061 
J I I I II I I M I I II I I I I I I I I 

Sbjct: 2154 gaagactggcggctaaagccct 2133 

Score * 226 bits (13 4), Expect * 5e-6l 
identities - 117/118 (99%) 
Strand «* Plus / Minus 



Query: 9673 ccttcacgagaatgctcagctgggcggctccacgctcatccagtgggcctaggttctgac 
9732 

J f | ! | I | | | | || | I I I II I | I I I I I I I I I I I I II I I I I I I I M I I I I I I I I I I M II I I I 

Sbjct : ?135 cctf c.acgagaatgr.tnagrt gggcjjgcr ccacgctc.atccagtgggcctaggf tctgac 

2076 

Query: 9733 tgaccagcgaacaaaaactgtgacagagatctaggatttcattcaggcagtgaaacac 9790 
IMIMII i M ! I I I I M I I M I I I M II I M M I I I I I I I I I M I M I I M M I M 

Sbjct: 2075 tgaccagcaaacaaaaactgtgacagagatctaggatt tcattcaggcagtgaaacac 2018 



Score - 190 bits (96), Expect = 3e-50 
Identities « 96/96 (100%) 
Strand = Plus / Minus 



Query: 54 63 gaatttt tggaaattcctcct ttcaacaagcagtatacagaatcccagcttcgagcagga 

552;/ 

M 1 I I ! I M I I i | I I I I I I I M I i II I Ml I I I I I I I M I I I I I M 1 1 ! I M I i I I M i I 
Sbjct: 6SI2 gaatt tr.tggaaa t tcct cct ttcaacaagcagtatacagaatcccagcttcgagcaqga 

Fig. 5a continued 
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Query: 5523 




MIMIMIMMIIMIIMIMIMMIMMII 



Score =52.0 bits (26) , Expect = 2e-08 
Identities - 26/26 (100%) 
Strand - Plus / Minus 



Query: 7668 gcctcccaaagtgctgggattacagg 7693 

I I I I I I I M I I I I I M II II I I I I I I 
Sbjct: 5312 gcctcccaaagtgctgggattacagg 5287 



Sbjct: 6752 



Fig. 5a continued 



CIDEB1_BLTR2 
1 



CIDEB1 
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228 9 BLTR2 6530 OL: 



2254 OF1: 11 



OF2: 



Score = 2727 <753,8 bits), Expect = 0.0, Sum P(13) « 0.0 
Identities = 547/549 (99%), Positives - 547/549 (99%), Strands Minus / 
Plus 



Query: 
2191 

Sbjct : 

Query: 
2131 

Sb j ct : 
120 

Query: 
2071 

Sbjct: 
180 

Query: 
2013 

Sbjct: 
240 

Query: 
1951 

Sbjct : 
.300 

Query: 

Sb j r.t : 
360 

Query: 
1631 

Sb j ct : 
420 

Query: 

T 77 1 

Sbjct : 
460 

Query : 
I"U 

Sbjct : 



2250 TTTTGTT AGTTTGAGUliGAAGyGTATbAAGACAGATCTCAAGGTAAAGTCAGAGAGGGCT 

III || MMMMMM UN IIMIIII III M M M • 1)1 I I N I I I M M I I I I M I 
1 TTT TG TT AGTT TGAGGGGAAGGGTATGAAGACAGATCTCAAGGTAAAGTC AGAGAGGGCT 60 

2190 GTCATCAGTATGCTGGGGAGTTTAGGGACAGGAGGCATTGGTAGGGGATTAGATGTAGCA 

Ml | | 1 t 1 M I 1 I I I I 1 I I I I 1 I I I t 11 I M I I 1 1 1 I I 1 1 I I I I I I I 1 1 I I I M 1 1 I I I 1 
6 1 GTCATCAGTATGCTGGGGAGTTTAGGGACAGGAGGCATTGGTAGGGGATTAGATGTAGCA 

2130 GCAGTCAGGCTGGGATCAAGATGCCTGGGGGACATCTTGATCTTGGCCTTTCAGGGCAAG 



121 



Ml II MINI I 1 1 I I I I 1 1 I 1 1 1 1 1 M I I I I 1 1 1 1 I I I I 1 I I I I I I I 1 I I t 1 I M M 1 I 
G C AGTC AGGCTGGGATC AAGATGCCTGGGGGACATCTTGATCTTGGCCTT TCAGGGCAAG 



2070 TGGG AGGCT AGAAAGGTGGCTAGGAAAGAACAGCATTCTTCAGGTAAGGGTATAGACTTG 



181 



II Ml Ml mimimmmimmmmmmimuimmimmmmummi 

1GGGAGGCCAGAAAGGTGGCTAGGAAAGAACAGCATTCTTCAGGTAAGGGTATAGACTTG 



2010 GGATGTGAGGCGTT ATGCTGAAAGGTTCTGTCACGAGGGGATCAGAGGACAGTGGGGAAA 

I M M M M I M M II M M I i M II M M M MM M I I M M I M M I M M M I M I 
241 GGATGTGAGGCGTTATGCTGAAAGGTTCTGTCACGAGGGGATCAGAGGACAGTGGGGAAA 

1950 TTGGGTGGGTTATCTAGCCTGTACTGTCTGCAGGTCCTGAAATTTGATGCTGTCATAGTC 



301 



I 1 II I M M I M I M M II I I M M 1 1 M i M I I M M I M M M M II M M I I M I M 

TTGGGTGGGTTATCTAGCrTGTArTGTrTGr.AGGTrrTGAAATTTGATGfrPGTCATAGTC 



1B90 TTTGCAGTGGGTCGGTTGGAATGATTCTGGGGGCAGAAGCTCAGAGCCCCTTAGTAGGAA 

i I M M I M I I M I M M II I I M M M I M M I M M I I M I 11 i I I I I M M 1 I I M I 
361 TTTGCAGTGGGTCGGTTGGAATGATTCTGGGGGCAGAAGCTCAGAGCCCCTTAGTAGGAA 



1830 TGGAGGCGGCCCTTCTGCTGCCACTGCTCAGCCCCCTCCACTGCATGACGAAGGGTGGAG 

i 

I I l l I ! > ! i ! I I 111 II I I I I I i I I I III I I II I I HI I I U I II I II 11 I I II I I M I I 
4 21 TGGAGGCGGCCCT7CTGCTGCCACTGCTCAGCCCCCTCCACTGCATGACGAAGGGTGGAG 



17 7 0 GAAATTCCCAGcrj-iC7,TATCGCCCA.CGCCTTGCAGCAGTGTGGAGGTCC7VACGAAGGAGC 

| | I I I I I i I I j J I I I I I I I ) i i M I i ! I .' I ! 1 1 I I I 1 1 I I 1 1 1 I 1 1 I I I J ! 1 1 1 I 1 1 I I I 
4 8 1 GAAATTCCCAGC AACATATGGCCCAGGCCTTGCAGCAGTGTGGAGGTCCAACGAAGGAGC 
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Query: 1710 TCCCTGAGT 17 02 

I I I I I I I I 
Sbjct: 541 TCCCTGAAT 54 9 

Score - 1322 (365.4 bits), Expect = 0-0, Sum P{13) - 0-0 
Identities « 266/268 (99%); Positives - 266/268 (99%) , Strands Minus / 
Plus 

Query: 757 CCTGTAGGCCCAGAAGGATGTCGGTCTGCTACCGTCCCCCAGGGAACGAGACACTGCTGA 
698 

I I I 1 I I I I I 1 I I 1 1 ! t I I 1 M 1 1 M 1 1 I I I I H i 1 II M I I 11 i 1 1 I I I 1 1 I I 1 I i I M I 
Sb j ct : 5426 CCTGTAGGCCCAGAAGGATGTCGGTCTGCT ACCGTCCCCCAGGGAACGAGAC ACTGCTGA 
5485 

Query : 697 GCTGGAAGACTTCGCGGGCCACAGGCACAGCCTTCCTGCTGCTGGCGGCGCTGCTGGGGC 
638 

mi i ii i mi in 1 1 ii ii ii inn ii nit i ii mm 1 1 mi mi mi mi 

Sb j ct : 5486 GCTGGAAGACTTCGCGGGCCACAGGCACAGCCTTCCTGCTGCTGGCGGCGCTGCTGGGGC 
5545 

Query : 637 TGCCTCCCAACCCCTTCGTGGTGTGGAGCTTGCCGCGCTCCCACCCTCCACCCCCCCCAC 
578 

I I II I II M I II I M t I M I I M M II M M Ml M M II M II II I I M I M II M M 
Sb j c t : 5546 TGCCTGGCAACGGCTTCGTGGTGTGGAGCTTGGCGGGCTGGCGGCCTGCACGGGGGCGAC 

5605 

Query : 577 CGCTGGCGGCCACGCTTGTGCTGCACCTGGCGCTGGCCGACGGCGCGGTGCTGCTGCTCA 
518 

M M I II II M II I M II I I I II M I M M M I Ml I M II M M II I ! II II I M M II 

Sbjct: 560 6^ CGCTGGCGGCCACGCTTGTGCTGCACCTGGCGCTGGCCGACGGCGCGGTGCTGCTGCTCA 
5665 

Query: 517 CGCCGCTCTTTGTGGCCTTCCTGACCGG 490 

II I II I I I M I I M II II M II II I I I 
Sbjct: 5666 CGCCGCTCTTTGTGGCCTTCCTGACCCG 5693 

Score - 1316 (363.8 bits), Expect = 0.0, Sum P(13) = 0.0 
Identities - 264/265 (99%), Positives - 264/265 (99%), Strands Minus / 
Plus 

Query : 4 21 CAAGCGTGCTGCTCACCCCCCTCCTCACCCTGCAGCGCTGCCTCGCAGTCACCCGCCCCT 
362 

I I M I I II II II I IMIIIMilMMIIiMillllMMMmillllM 

Sb j ct : 5762 CCAGCGTGCTGCTCACCGGCCTGCTCAGCCTGCAGCGCTGCCTCGCAGTCACCCGCCCCT 

5821 

Query : 361 TCCTGGCGCCTCGGCTGCGCAGCCCGGCCCTGGCCCGCCGCCTGCTGCTGGCGGTCTGGC 

302 

I II II M I II M M II II M M I I II I I M M M I M II I II I I I M I I II I I I M M I I 
Sbjct : 5322 TCCTGGCGCCTCGGCTGCGCAGCCCGGCCCTGGCCCGCCGCCTGCTGCTGGCGGTCTGGC 

5861 

Querv: 301 TGGCCGCCCTGTTGCTCGCCGTCCCGGCCGCCGTCTACCGCCACCTGTGGAGGGACCGCG 

212 

M I I I II \ I M I I I M I II I II M M M I M M M M I M II M M I M Ml M M M I I 
Sbjct : 5662 TGGCCGCCCTGTTGCTCGCCGTCCCGGCCGCCGTCTACCGCCACCTGTGGAGGGACCGCG 

Fig. 5b continued 
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Query : 241 TATGCCAGCTGTGCCACCCGTCGCCGGTCCACGCCGCCGCCCACCTGAGCCTGGAGACTC 
182 

II MM Ml I II I II I MM II I M II II t Hi Mi III MM1I M II H I M I M IN 

Sbjct: 5912 TATCCCAGCTCTCCCACCCGTCCCCGGTCCACGCCGCCGCCCACCTGAGCCTGGAGACTC 
6001 

Query: 181 TG ACCGC T T T CGT GCTTCCT TTCGG 157 

I II I I I I I I I I I I I I I I I I I I I I I I 
Sbjct: 6002 TGACCGCTTTCGTGCTTCCTTTCGG 6026 

Score « 920 {254.3 bits) , Expect - 0.0, Sum P(13) = 0.0 
Identities = 188/193 (97%), Positives = 188/193 (97%), Strands Minus / 
Pius 

Query : 1708 CCTGAGTACTTTCTTTGGGCCAAGTCCTTGAAAGTCACAACTCATAGAGTAGAGCCCGTA 
1649 

I I I 1 I I t 1 1 I 1 I I I 1 1 I I 1 I I I 1 I I 1 I I I 1 1 I I I I 1 I I 1 1 1 I 1 1 I I I I 1 I I I I I I I I I I I 
Sbjct : 724 CCTGAGTACTTTCTTTGGGCCAAGTCCTTGAAAGTCACAACTCATAGAGTAGAGCCCGTA 

783 

Query : 1648 GAATGTGGCTTTGACATTCAGGCTGCCAAAGAGGTCTCGAGGGTTTTGCTTGTACACGTC 
1589 

i I I 1 I I I I M I I I i 1 I 1 1 1 I t I K I I I 1 1 I I I I I I I 1 I I t I i I I I i I I I I I I t I I 1 1 1 t I I 

Sbjct ; 7 04 GAATGTGGCTTTGACATTCAGGCTGCCAAAGAGGTCTCGAGGGTTTTGCTTGTACACGTC 
843 

Query : 1588, AAAGGTGAATCGGCCGATGTCCTTGCTGTGCTTGGGGCTCTCCCGTCCAGGCCCATATGA 
1529 

i || I I II I I I I I I I I I I I I II I I I II I M II I I II I I I II I I I I I I I I I I I I I I I 

Sbjct: 84 4 AAAGGTGAATCGGGCGATGTCCTTGCTGTGCTTGGGCCTCTCCCGTCCCAGGCCATATGA 

903 

Query: 1528 CAGCACTCCACTC 1516 

I I I I I I I I II I I I 
Sbjct: 904 CAGCACTCCACTC 916 

Score = 753 (208.2 bits). Expect = 0.0, Sum P(13) =0.0 
Identities = 157/165 (95%), Positives - 157/165 (95%), Strands Minus / 
Plus 

Query : 1529 ACAGCACTCCACTCCTTGTAGGGCTCCAGCTCTGACCAGACTGCAACACCATCAGGCACG 
1470 

i M II I I I 1 I I I I I I I I I I I I I I M I 1 1 I M i 1 I I I I I I I I 1 I i M M 1 I I I I 

Sbjct: 1139 ATAGGCCTCTT ACCCTTGTAGGGCTCCAGCTCTGACCAGACTGCAACACCATCAGGCACG 

13 98 

Query : 14 69 TGTCATCCTCCAGCAGCTGGAAGAAGTCCTCACTGTCCACTGCAGTTCCATCCTCCTCTA 
1410 

I I I 1 i I I ! I I I I I I I I I II I I I i II I M 1 1 \\ I I M II I I I M II 1 1 ! I M I I M M I I I 
Sb j ct : 11 99 TGTCATCCTCCAGCAGCTGGAAGAAGTCCTCACTGTCCACTGCAGTTCCATCCTCCTCTA 

1258 

Query: 1403 GCACCAGGGTTAGCACTCCATTCAGCAGTAGGGTCTCCAATGCTT 1365 

M I M I M M I M I M I I II I M I I M I I I I I I M I I I I 11 I I I 
Sbjct: 1259 GCACCAGGGTTAGCACTCCATTCAGCAGTAGGGTCTCCAATGCCT 1303 

Score - 746 (206.2 bits), Expect = 0.0, Sum P(13) = 0.0 

Fig. 5b continued 
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Identities = 150/151 (99%), Positives .= 150/151 (99%), 
Plus 



Strands Minus / 



Query: 
1310 

Sbjct : 
2205 

Query: 
1250 

Sbjct : 
2265 

Query ; 

Sbjct: 



1369 TGCTTTGGCTAGCAGCTCCTGGCGGGTGGCAGCTGTCAGGCCTTTCCGGATGGTCCGCTT 



2146 



| | j | | | II I 1 I I I! I I I 11 I I I I I I I I I M I II t I 1 I I ! II II I I I M II \ I » « M M I 

TACTTTGGCTAGCAGCTCCTGGCGGGTGGCAGCTGTCAGGCCTTTCCGGATGGTCCGCTT 



1309 GTGATCACAGACACGGAAAGGTCGCTGGGGTGGTGGAGCTGAGGTCCAGACCCTCCGTCC 

1 1 1 1 1 1 1 M I 1 1 1 1 1 1 I 1 1 1 1 I I 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 t M 1 1 1 1 1 1 1 1 

2206 GTGATCACAGACACGGAAAGGTCGCTGGGGTGGTGGAGCTGAGGTCCAGACCCTCCGTCC 



124 9 AAACTCCGAGCTTATATTAGATACTGACCTG 1219 

I I 1 I 1 I < I 1 I I I I 1 I t I 1 I I I I I I I I 1 1 I I I 
2266 AAAC TCCGAGCTTAT AT TAGAT ACTGACCTG 2296 



Score « 737 (203.7 bits), Expect « 0-0, Sum P(13) - 0.0 
Identities - 140/150 (98%), Positives = 149/150 (99%), Strands Minus / 
Plus 



Query: 
1059 

Sbjct : 
3316 

Query: 
999 

Sbjct: 
3376 

Query: 

Sbjct : 



1118 CTGCTCTTTCCTTCCTCCTTGGTCGGAGGAGGGGCTGGCTCACTGCTCTGGCTTCATTTT 

I I I 1 ) I I I I I I I M II I II I I M I I I t I I 1 1 I I M I I II 1 1 I I I I I II I H I I M I I M I 

3257, CTGCTCTTTCCTTCCTCCTTGGTCGGAGGAGGGGCTGGCTCACTGCTCTGGCTTCATTTT 

1058 CCAGAGCTGCCTGCTGCAGTCACACTTAGGTCATCTTCTCTCACTTTTCTCCTTTTGCCG 

I | || I | I I I | M I I I I I I M I II I I I I I I I I I I I I I M I I I M I I I I I I I I I I I I I I I I I 
3317 CCAGAGCTGCCTGCTGCAGTCACACTTAGGTCATCTTCTCTCACTTTTCTCCTTTTGCCG 



998 ATTACTCCACGTGACAGAGATCTGAATRTG 969 

MIMMIIMMMimmMm* I 
3377 ATTAGTGGACGTGACAGAGATGTGAATGGG 3406 



Score = 714 (197.4 bits), Expect = 0.0, Sura P(13) = 0.0 

Identities - 14*6/150 (97%) , Positives - 146/150 (97%), Strands Minus / 
Plus 



Query: 
107 

Sbjct : 
6077 

Query: 

Sbjct : 
6137 



166 TTCCTTTCGGCTGATGCTCGGCTGCTACAGCGTGACGCTGGCACGGCTGCGGGGCGCCCG 



6018 



j i ii ) i n 1 1 1 1 1 m I h i n 1 1 1 1 1 n ( 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 h 1 1 1 1 1 1 1 1 

TCCTTTCGGGCTGATGCTCGGCTGCTACAGCGTGACGCTGGCACGGCTGCGGGGCGCCCG 



106 CTGGGGCTCCGGGCGGCACGGGGCGCGGGTGGGCCGGCTGGTGAGCGCCATCGTGCTTGC 4 

I I I ! I I I I I I I I II II ! II I I I I I I I I II II I II 1 I M M I I I ! I I I II I I I I I I I ! 1 I I 
6078 CTGGGGCTCCGGGCGGCACGGGGCGCGGGTGGGCCGGCTGGTGAGCGCCATCGTGCTTGC 



Query: 4 6 CTTCGGCTTGCTCTGGGCCCCCTtkCChCGC 17 
I I I I I I I I I I II I ! I I I II I II ' i I i 1 I I I 

Shier: 6138 CTTCGGCTTGC TCTGGGCCCCCT ACCACGC 6167 



FiQo 5b 
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Score = 638 (176.4 bits), Expect = 0-0, 
Identities - 130/133 (97%), Positives. - 
Plus 



Sum P(13) - 0,0 
130/133 (97%) , 



Strands Minus / 



Query: 
903 

Sbjct : 
3463 

Query: 
843 

Sbjct: 
3S23 



962 GGGCAGGGGATGTCCTTTGATGGCATCAAGACTTTAGCTTCTGGTGCGCTGTGTCCCAGC 

I I I | | M II II I I I I I I 1 1 II I 1 1 1 M 1 1 1 1 1 1 I 1 1 I Ml I M I M I I I I I M I M I 
3404 GGGGCAGGGATGTCCTTTGATGGCATCAAGACTTTAGCTTCTGGTGCGCTGTGTCCCAGC 



902 T 



3464 



CTGATTTCAGTTGCAGCCGTGATGGACAGTTGCATGGAAGCTGAGACTCTCACTGACAG 



I I I I I I I M U I I 1 I I I M M H I I I I I I I I I M I M I I M I 1 1 I M M I 1 M M I I I M 

TCT GATT TC AGT T GCAGCCGTG ATGGACAGTTGCATGGAAGCTGAGACTCTCACTGACAG 



Uuery: 842 TGAAACIXTCAAA 830 

lillllllillM 

Sbjct: 3524 TGAAACCCTCAAA 3536 

Score = 537 (148.4 bits), Expect - 0.0, Sum P(13) * 0.0 

Identities = iuy/lil Positives = 109/ill <98%), strands Minus / 
Plus 



Query: 
1168 

Sbjct: 
264 9 



1227 



ACTGACCTGAGTAAGTCACTGGGGTTCAGAGCTGAGAGGTACTCCATGGTGGACCGGAGA 



I | | l I M M I II ! II M I M I I II I M I I I I I M i 11 II I I U I M I I I! I M I 11 I I 
2590 AGTC ACCTG AGT AAGTCACTGGGGTTCAG AGCTGAGAGGTACTCCATGGTGGACCGGAGA 



Query: 1167 GTTCCTTCCCTGGAACTTCTGGGCTGGGTGGTTCTCTCCTGTGCTGGGGCT 1117 

M M I II II I M I I I I i I I M 1 11 I I M I M I 1 I I I I I I I I i M I I I I M I 
Sbjct: 2650 GTTCCTTCCCTGGAACTTCTGGGCTGGGTGGTTCTCTCCTGTGCTGGGGCT 2700 

Score = 394 (108.9 bits), Expect = 0.0, Sum P{13) * 0.0 

82/86 (95%), Positives - 82/86 (95%), Strands Minus / Plus 



Identities 



Query: 
7R0 

Sbjct: 
3585 

Qupry ! 



839 



AACCCTCAAAATGAACACAATCCCTGCTTTCCTGCCAAGGATCCTTGTAGGGTCCCCCAG 



iii) iMijiiimiijiiiminnMiiJiuiiiHUMijiiiiNii 

3526 AAACCCTCAAATGAACACAATCCCTGCTTTCCTGCCAAGGATCCTTGTAGGGTCCCCCAG 



779 



Sbjct: 3586 



CTTCCCCArTTTTTTTCTGTGTCCTG 754 
I 1 1 M II I M ! I 1 1 I f I I I I I I I H I 
CTTCCCCACTTTTTTTCTGTGTCCTG 3611 



Score = 370 {102.3 bits), Expect = 0.0, Sum P(13) = 0.0 
Tr^ntities » 74 /74 (100%), Positives « 74/74 (100%), Strands 



Minns / Plus 



Query: 

Sbjct : 
57^0 

Query: 



493 CCGGCAGGCCTGGCCGCTGGGCCAGGCGGGCTGCAAGGCGGTGTACTACGTGTGCGCGCT 



5691 



I I I I I 1 1 1 1 i I ! I I 1 1 I I 1 1 1 1 I I I I 1 1 1 I 1 1 I M 1 1 1 1 I 1 1 1 1 1 I I I I 1 1 I M 1 1 I I M 
CCGGCAQGCCTGGCCGCTGGGCCAGGCGGGCTGCAAGGCGGTGTACTACGTGTGCGCGCT 



433 CAGCATGTACGCCA 4 20 
III I I I I I I I I I I I 
$1 SI CAGCATGTACGCCA 57 64 
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CIDEB2 
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1511 BLTR2 6530 OL: 



1410 OF1: 1 



OF2: 



Score = 2736 (756.0 bits), Expect = 0.0, Sum P{5) = 0.0 
Identities » 548/549 (99%), Positives « 548/549 (99%), Strands Minus / 
Plus 



Query: 
1325 

Sbjct : 

Query: 
1265 

Sbjct: 
120 

Query: 
1205 

Sbjct : 
180 

Query: 
1145 

Sbjct: 
240 

Query: 
1085 

Sbjct : 
300 

Query: 
1025 

Sbjct : 
360 

Query: 
965 

Sbjct : 
420 

Query: 
905 

Sbjct : 
480 

Query ; 

Sbjct: 
t<0 



1384 TTTTGTTAGTTTGAGGGGAAGGtiTATGAAGACAGATCT(^GGTAAAGTCAGA(iAGGGCT 

I Ml Ml M I I MHI MM MM MIIH It ill MM! MM MM Ml Ml I llll I 
1 TTTTGTTAGTTTGAGGGGAAGGGTATGAAGACAGATCTCAAGGTAAAGTCAGAGAGGGCT 

1324 GT CATCAGT AT GCTGGGGAGTTTAGGGACAGGAGGCATTGGT AGGGGATTAGATGTAGCA 

I I | I I I M M I II I II M II M II M M M I I M M M M M M M M I M M I I M M I 

6 1 G TCATCAGTATGCTGGGGAGTT TAGGGACAGGAGGCAT TGGTAGGGGAT TAGATGTAGCA 

1264 GCAGTCAGGCTGGGATCAAGATGCCTGGGGGACATCTTGATCTTGGCCTTTCAGGGCAAG 

I M I M I I M I I M I M M M M I I M I M M M M M M H II M M U M M M M M 
1 2 1 GCAGTCAGGCTGG GATCAAGAT GCCTGGGGGACATCTTGATCTTGGCCTTT C AGGGCAAG 

1204 TGGGAGGCCAGAAAGGTGGCTAGGAAAGAACAGCATTCTTCAGGTAAGGGTATAGACTTG 

I M I II I I M I M II I I M M M M II M I M M M M M 1 1 I II M 1 1 M I M M II M 
181 TGGGAGGCCAGAAAGGTGGCTAGGAAAGAACAGCATTCTTCAGGTAAGGGTATAGACTTG 



114 4 GG ATG TGAGGCGT T ATGCTG AAAGGTTCT GTC ACGAGGGG AT CAG AGGAC AGTGGGGAAA 
I M I I I I I M I M I M i i I 1 1 1 M 1 1 M I M I 1 1 M I M M I M M M II M M M I M I 



60 



241 



GG ATG TGAGGCGTT ATGCTG AAAGGTTCTGTCACGAGGGG AT CAGAGGAC AGTGGGGAAA 



1084 TTGGGTGGGTTATCTAGCCTGTACTGTCTGCAGGTCCTGAAATTTGATGCTGTCATAGTC 

M M I M ! II I 1 1 I I M M I M I II M M I M M M 1 M I M II M II M I I II M M M 
301 TTGGGTGGGTTATCTAGCCTGTACTGTCTGCAGGTCCTGAAATTTGATGCTGTCATAGTC 



1024 



TTTGCAGTGGGTCGGTTGGAATGATTCTGGGGGCAGAAGCTCAGAGCCCCTTAGTAGGAA 



MMMMIM MIMIMMMIMMMMIMIIIMMMMMMMMIIMM 
361 TTTGCAGTGGGTCGGTTGGAATGATTCTGGGGGCAGAAGCTCAGAGCCCCTTAGTAGGAA 



964 TGGAGGCGGCCCTTCTGCTGCCACTGCTCAGCCCCCTCCACTGCATGACGAAGGGTGGAG 



421 



904 



4B1 



M I M M M M M II I M M M I M II I I M I M I M M I M II I I M M I M M I M M 
TGGAGGCGGCCCTTCTGCTGCCACTGCTCAGCCCCCTCCACTGCATGACGAAGGGTGGAG 



GAAATTCCCAGCAACATATGGCCCAGGCCTTGCAGCAGTGTGGAGGTCCAACGAAGGAGC 



I I M M M II I I I I M I II I M M II II M II M I M M I I M I II 

GAAATTCCCAGCAACATATGGCCCP 



I II II I I I M II I 
\CGAAGGAGC 



Fig. 
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Query: 



844 



Sbjct: 541 



TCCCTGAGT 836 

linn i i 

TCCCTGAAT 549 



Score = 1787 (433-8 bits), Expect « 0.0, Sura P<5> = 0.0 
Identities - 359/361 (99%), Positives - 359/361 (99%), Strands Minus / 
Plus 



Query: 
302 

Sb j ct : 
2649 

Query: 
242 

Sb j ct : 
2709 

Query: 

Sbjct : 
2769 

Query: 
122 

Sbjct : 
2829 

Query: 

Sbjct: 
2889 

Query: 

Sbjct: 
2949 



3 6 1 ACTGACCTGAGTAAGTCACTGGGGTTCAGAGCTGAGAGGTACTCCATGGTGGACCGGAGA 



2590 



1 | i | | | | I I I I I I I I I I I I I I I I I I 1 I I i I I 1 1 I I I I I I I I 1 1 M I I M M II I I I I 1 
AGTCACCTGAGTAAGTCACTGGGGTTCAGAGCTGAGAGGTACTCCATGGTGGACCGGAGA 



301 GTTCCTTCLVrGGAACTXCTGGGCTGGGTGGTTCTCTCCTGTGCTGGGGCTTTAGTGGTG 

I | | M | | M || I 11 I II II I I I I II I M I I U II I II I I I I I II I I I I M I II I I I I I I I 

2650 GTTCCTTCCCTGGAACTTCTGGGCTGGGTGGTTCTCTCCTGTGCTGGGGCTTTAGTGGTG 

241 TTTTCTGTTACAAACCTGGGATCTCAGCCCAGGACAAGGTGGGAATGAGTCAAGCCTGGA 

I I I 1 I I I I I I I I I 1 I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M 
2710 TTTTCTGTTACAAACCTGGGATCTCAGCCCAGGACAAGGTGGGAATGAGTCAAGCCTGGA 

181 CTCTGGCCCCCCTGCCTGGCCAGTAAGAAGGGCAAAGTCCAAGGGGAGGGATGAGGGAGG 

I I 1 E I I I I I I I I 1 I f 1 M I 1 M I M I I I I I 1 1 I 1 1 1 1 I I I t 1 I 1 1 J I V I I M I f f f I 1 1 1 

2 7 7 0* CTCI UGUCCC^^^ 

121 GGCCAGATGGGGTCCTGGAGGAAGAATTGCCTGGCAAAAGCCATTGGAGCTTGTATGTGT 62 
I I I I M I I I I I I I I I I I M I I I I I M I I I I I I I H 1 I M I I I M I I I I M I I I I I I I I M 
2830 GGCCAGATGGGGTCCTGGAGGAAGAATTGCCTGGCAAAAGCCATTGGAGCTTGTATGTGT 



61 



GTCTTTGGTGATGACATGTGTTGTGAGGGTAGATGGGAACCATGTAAAAGGATGAAATGT 2 

II II I 1 I MM MM M MMMI f I I IM I 1 1 1 1 I I I I I I I II I M II I I M I I M I I I 

2890 GTC1 TTGGTGA1GACATGTGTTGTGAGGGTAGATGGGAACCATGTAAAAGGATGAAATGT 



Query: 
Sbjct : 



* 1 G 1 
I 

2950 G 2950 



Fcorp = 965 (266.6 bits). Expect = 0.0, Sura P(5) = 0.0 

Identities = 193/193 (100%), Positives - 193/193 (100%), Strands Minus / 
Plus 



Query: 
7S3 

Sbjct: 

78 3 



8 4 2 CCTGAGTACTTTCTTTGGGCCAAGTCCTTGAAAGTCACAACTCATAGAGTAGAGCCCGTA 

i ! I ; I I i i I II i Ml II I I I I I I I I I M II II I M II I II M Mill I I M I II I 1 1 II I 
7 24 CCTGAGTACTTTCTTTGGGCCAAGTCCTTGAAAGTCACAACTCATAGAGTAGAGCCCGTA 



Query : 7G2 GAATC TG GCT TTGACATTCACCCrGCCAAAGAGGTCTCGAGGGTT TTGCTTGTACACGTC 



Fig. 5c continued 
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Sbjct: 


784 


843 




Query: 


722 


663 




Sbjct : 


844 


903 




Query: 


662 


Sbjct: 


904 


Score 


- 75/ 


Identities = 


Plus 




Query: 


671 


612 




Sbjct: 


1131 


1190 




Query: 


611 


552 




Sbjct: 


1191 


1250 




Query: 


551 



1 1 1 M 1 1 M I M I H H 1 1 1 1 1 I i I M t M 1 1 1 1 M 1 1 M 1 1 1 I II 1 1 I 1 1 1 1 1 1 1 1 1 1 1 

GAATGTGGCTTTGACATTCAGGCTGCCAAAGAGGTCTCGAGGGTTTTGCTTGTACACGTC 



AAAGGTGAATCGGGCGATGXCCTTGCTGTGCTTGGGCCTCTCCCGTCCCAGGCCATATGA 

1 | | I I i M I U I I IK I I 1 1 I I M 1 I I II II I 1 I M I I I I II 1 I M I I I I I 11 I I I I I I II 
AAAGG TGAA TCGGGCGATGTCC T TGCTGTGCTTGGGCCTCTCCCG TCCCAGGCCATATGA 



I II ! t I 1 I I 11 11 



(209. 2 bits). Expect = 0.0, 
161/173 (93%), Positives = 



Sum P<5) - 0.0 
161/173 (93%), 



Strands Minus / 



Sbjct: 1251 



GCC AT AT GAC AGCACTCCACTC CTTGT AGGGCTCCAGC T CTGAC CAGACTGCAACACCAT 

Mi | IN Ml I M I M 1 1 M 111 I M I I I I I I I 1 1 1 1 1 1 I I i M I I ! I I 
GCCCCAGTATAGGCCTCTTACCCTTGTAGGGCTCCAGCTCTGACCAGACTGCAACACCAT 



CAGGCACGTGTCATCCTCCAGCAGCTGGAAGAAGTCCTCACTGTCCACTGCAGTTCCATC 

M I I M M I) I I 1 1 I I II II I I N I 1 1 1 M II N I II H M I M I N I I I M M II I II I 
CAGGCACGTGTCATCCTCCAGCAGCTGGAAGAAGTCCTCACTGTCCACTGCAGTTCCATC 



CTCCTCTAGCACCAGGGTTAGCACTCCATTCAGCAGTAGGGTCTCCAATGCTT 4 99 

m m n ii i ii i n i ii i u i n i n m it munm mil 1 1 n i i 

CTCCTCTAGCACCAGGGTTAGCACTCCATTCAGCAGTAGGGTCTCCAATGCCT 1303 



Score - 746 (206,1 bits), Expect = 0.0, Sura P(5) - 0.0 
Identities = 150/151 (99%) , Positives « 150/151 (99%), 
Plus 



Strands Minus / 



Query: 
444 

Sbjct : 
2205 

Query: 
384 

Sbjct : 
2265 

Query: 

Sbjct : 



503 TGCTTTGGCTAGCAGCTCCTGGCGGGTGGCAGCTGTCAGGCCTTTCCGGATGGTCCGCTT 



2146 



I I I I I I I I I I I I t 1 M I I I 1 I I I I I 1 I I 1 M I M M 1 I t I I M I 1 I I ( 1 1 I I I M I 1 I I 
TACTTTGGCTAGCAGCTCCTGGCGGGTGGCAGCTGTCAGGCCTTTCCGGATGGTCCGCTT 



4 4 3 GTGATCACAGACACGGAAAGGTCGCTGGGGTGGTGGAGCTGAGGTCCAGACCCTCCGTCC 



2206 



M M I I! M I M 1 M M M M I II H I 1 M M 1 I III M I M I I M 111 t I I II H I I I I 
GTGATCACAGACACGGAAAGGTCGCTGGGGTGGTGGAGCTGAGGTCCAGACCCTCCGTCC 



383 AAACTCCGAGCTTATATTAGATACTGACCTG 353 
M I I M M II II I II I I II II I II 111 M I I 
2266 AAACTCCGAGCTTA7ATTAGATACTGACCTG 2296 



Fig, 5c continued 
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APAF1_EB1 APAF1 7042 EBla 1752 OL: 141 OF1 : 6889 

OF2: 1612 

Score = 705 (194.8 bits), Expect = 3.9e-52, P « 3.9e-52 

Identities = 141/141 (100%), Positives = 141/141 (100%) , Strands Minus / 
Plus 

Query : 702 9 TGTTTTTCAAAACAATTTTGTGAATTTTATTTTTACAAAAATTTTTTAAATTCATATTTT 
6970 

MIIMIillllllllllllllllllllllllllllllllllllllllllllMIMIII 
Sb j ct : 1612 TGTTTTTCAAAACAATTTTGTGAATTTTATTTTTACAAAAATTTTTTAAATTCATATTTT 

1671 

Query: 6969 AAAATGTATACCAAGGCAAAAAAATCATATAAGCTATATCATAAATACAAGAGTTTCAAA 
6910 

M I I I I I I t I I I I I I I I I I I 1 I I I I M I I I II t I ! I I t I I I I I I I I M I I I I I I I I M I 1 
Sbjct: 1672 AAAATGTATACCAAGGCAAAAAAATCATATAAGCTATATCATAAATACAAGAGTTTCAAA 

1731 

Ouery: 6909 ACATACAAGAGACATATAATG 6889 

I I I II I II I I I I I I I I I I I M 
Sbjct: 1732 ACATACAAGAGACATATAATG 1752 



Fig. 5d 
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Hui*_AChRJ4INK2 
0F2: 4583 



AChR 



2457 



MINK2 



4863 



OL: 236 OF1: 2175 



Score - 218 bits (110), Expect = 2e-59 
Identities - 110/UU (IUU%) 
Strand = Plus / Minus 



Query: 
2313 

Sbjct : 
4728 



2254 aagggttacttgctgctcacactatatacagatgcaagcaaggggcgtggagagtgaggg 

1 1 | | i | I M I I I I I I II I I I I I I I I I I 1 1 M I I I U I I M I 11 II II I I I I 1 I It I I I I I 
4787 aagggttacttgctgctcacactatatacagatgcaagcaaggggcgtggagagtgaggg 



Query: 2314 ctccctgctccctccctccaccggggaagggcatgggctagaagaggaga 2363 

M II I I I I M II I I II I I I II II I I I II I II I I I M I M M II 1 I I I I II 
Sbjct: 4727 ct ccctgctccctccctccaccggggaagggcatgggctagaagaggaga 4 678 



Score = 133 bits (67), Expect = 9e-34 
Identities « 74/75 (98%), Gaps - 1/75 (1%) 
Strand - Plus / Minus 



Query: 
2442 

Sbjct: 
4598 



2384 aatgttttggctg-cggggtcccccctccattccctggagtttgggggaaggggaatcat 

I M I I 1 I I M 1 M M 1 1 I I i 1 1 I J i 1 1 1 1 1 1 1 1 M 1 I M 1 M 1 1 11 I I M 1 t I » i I II I 
4 657 aatgttttggctggcggggtcccccctccattccctggagtttgggggaaggggaatcat 



Query: 
Sbjct: 



2443^taaagtgcttteaga 2457 

I I I I I I I I II I I I I I 
4597 taaagtgctttcaga 4583 



Score - 103 bits (52), Expect = 8e-25 
Identities - 52/52 (100%) 
StrancJ = Plus / Minus 



Query: 2175 agctggttgaattgtctttattaacaaacaggatatccaaggccactacatt 2226 
1 1 1 1 1 1 i || II I 1 1 M 1 1 1 M M I I M 1 1 1 1 M M I II 1 1 l U 1 1 1 1 1 1 1 1 1 

Sbjct: 4863 agctggt tgaat tgtct ttat taacaaacaggatatccaaggccactacatt 4812 



Fig. 5e 
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Mus_AChR 
934 



Mus_AChR 
0F2: 506 



1590 



Anti Mus AChR 



2227 



OL: 672 OF1 : 



Score = 1221 (337.4 bits), Expect = 3.7e-254, Sum P(4) = 3.7e-254 
Identities - 245/246 (99%), Positives - 245/246 (99%), Strands Minus / 



AGTTCACAAACCAGATTTATTGTCAGCGGCCTGTTTTCAAAATCTCTTTCTTGGGGGGTG 

I 1 I | | 1 1 I I | 1 I 1 1 I I I 1 I I I I 1 I 1 1 I 1 I I 1 t t 1 I I I I I I I I I I I I I I I 1 1 t I I I 1 1 I I I 

AGTTCACAAACCAGATTTATTGTCAGCGGCCTGTTTTCAAAATCTCTTTCTTGGGGGGTG 

GGGGAGAGGTGGGTGCCAGTGCAGGCTCATGGTTGGATGCACGGTGGGTAAGGGAGATCA 

I I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 I i 1 1 1 1 1 I 1 1 1 1 I 1 1 1 1 f I 

GGGGAGAGGTGGGTGCCAGTGCAGGCTCATGGTTGGATGCACGGTGGGTAAGGGAGATCA 

GGAACTTGGTTGAAGTAACCCCCAAGGAAGATGAGAGTAGAACCAACGCTGAAGAGCACC 

1 1 I 1 1 | I I I I I I I I I I ! 1 1 I I I I I M 1 1 I I I I I I I I I I I I M 1 1 I 1 1 I M M I I I I 1 1 I I 

GGAACTTGGTTGAAGTAACCCCCAAGGAAGATGAGAGTAGAACCAACGCTGAAGAGCACC 

AAAGCTGCCCAAAAACAGACATTGTCCAGGGCCTTCCCCATACGCACCCAGTCGGACAGT 
1 1 1 1 1 } i ] 1 1 1 ] I I ] 1 1 1 1 1 1 1 1 I J 1 1 M M I 1 1 1 M I M M 1 1 1 M M M ( M M I t 1 1 

AAAGCTGCCCAAAAACAGACATTGTCCAGGGCCTTCCCCATACGCACCCAGTCGGACAGT 

TCCTCT 1342 

Mil I 
TCCTGT 7 51 

(263.6 bits), Expect = 3-7e-254, Sum F(4) - 3.7e-254 
= 198/207 {35%), Positives - 198/207 (95%), Strands Minus / 



1249 GCAGAGGGCTGCGGTCCAAGTTCCGTGCCGATGCCTCTGACCCTCAAACACGAGTTCGCT 

MM I 1 I I I M M I M I M I I I M I I II M I I M II M I I M M M I I I I I I M 

GCAGTGCTTACCGGTCCAAGTTCCGTGCCGATGCCTCTGACCCTCAAACACGAGTTCGCT 



1189 CCGCGGCTTTTTCAAGATGAGCTCCTCCGCTCTGAGCAGAATGCCCACAGACGAGGCACG 

M M | || i M i ( i I I | If I ( I I II f I I I I ( 11 I I I I I I 1 I II Mill H I Ml I I II I I I 
CCGCGGCTTTTTCAAGATGAGCTCCTCCGCTCTCAGCACT^ATGCCCACAGACGAGGCACG 



1129 CCTCGCTGGTGAGGC AGTTCGGGGATCCTCTGGGGGTGGGCTCGAGCCCAGGAGACGCGG 

1 I I M 1 1 M I II I I I I N Ml I I M N I M Ml If I I 



Plus 




Query: 


1587 


1528 




Sb j ct : 


506 


565 




Query : 


1527 


1468 




Sbj ct : 


566 


625 




Ouerv : 


14 67 


1408 




Sbjct : 


626 


685 




Query: 


1407 


1348 




Sbjct: 


686 


745 




Query: 


1347 


Sbjct: 


746 


Score 


- 954 


Identities s 


Plus 




Query: 


1249 


1190 




Sbjct: 


*1007 


1066 




Quei y : 


1189 


1130 




Sbjct : 


106? 


1126 




Query: 


1129 


1070 




Sbjct: 


1127 


1186 




Query: 


1069 



I i I I I I I I I! I I i I I I I I I I I I 



I I I I ! I II M i I I I I I II I I 



Fig. 5f 
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Sbjct: 1187 CAGCAGCTCTAATAAAATCTGCAGCCG 1213 

Score = 591 (163.3 bits). Expect = 3.7e-254, Sura P(4) = 3.7e-254 
Identities = 119/120 (99%), Positives = 119/120 (99%), Strands Minus / 
Plus 

Qu«iy : 1003 ATCTGGCGCAGCCGAGGGCATCTACCATCAGTCCTTGGCGTCCTCAAAGATACGTTGAGC 
994 

I M | | | | 1 1 IN I I I I I I I I 1 1 I M I I M I I 1 1 I I 1 1 I I II I I I M I I I 1 1 
Sb j ct : 1277 ACCTGGCGCAGCCGAGGGGATGTAGCATGAGTCGTTGGCGTCCTCAAAGATACGTTGAGC 

1336 

Query: 993 ACGATGACGCAATTCATGACAATGAGCGTGGCAACCACCATGACGAATATAAGATACCTG 
934 

| U 1 1 1 1 1 1 1 I I II 1 1 II I 1 1 M HI 1 1 1 1 1 1 I M i 1 1 1 1 1 f 1 1 1 1 1 ! 1 1 1 1 M I 1 1 1 1 1 
Sbjct: 1337 ACGATGACGCAATTCATGACAATGAGCGTGGCAACCACCATGACGAATATAAGATACCTG 

1396 

Score = 546 (150.9 bits). Expect = 3.7e-254, Sura P(4) = 3.7e-254 
Identities = 110/111 (99%), Positives = 110/111 (99%), Strands Minus / 
Plus 

Query: 134 6 CCTCTCCAGTGGCTTCCTGGTCTCTTGTGCTCTCAGCCACAAAGTTCACAGCATCCACAC 
1 287 

I | | 1 1 I I I I I I M IN I I I I I I M I 1 1 I I I I I I I I M M I I I I I I I I I I I I I I I I I M I I 

Sbjct : 826 CCTCTCCAGTGGCTTCCTGGTCTCTTGTGCTCTCAGCCACAAAGTTCACAGCATCCACAC 

885 

Query 1286 AGCAGCGGATTTCTGGGGCTGCAGCACCCAGGTTCTGGCAGAGGGCTGCGG 1236 

| | I H I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I 
Sbjcf 886 AGCAGCGGATTTCTGGGGCTGCAGCACCCAGGTTCTGGCAGAGGGCTGCTG 936 



Fig. 5f continued 



i 



CyclinE2 CyclinE2 2714 
0F1: 865 OF2 : 2006 
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Anti_CyclinE2 



6773 



Score - 7885 (2178,8 bits), Expect = 0.0, Sum P{4> - 0.0 
Identities - 1577/1577 (100%), Positives - 1577/1577 (100%), 
/ Plus 



OL: 1855 



Strands Minus 



Query: 
2655 

Sbjct: 
2065 

Query: 
2595 

Sbjct; 
2125 

Query: 
2535 

Sbjct: 
2385 

Query: 
247S 

Sbjct: 
2245 

Query ; 
2415 

Sbjct: 
2305 

Query: 
2355 

Sbjct: 
2365 

Query: 
2295 

Sbjct : 
2425 



Query: 
2235 



Sbjct: 
2465 

Query; 



2714 TACAGCTGGCAGCGCAGAGAAGGAAAAAAAAGTTTCTCCAAGCAATGGCAAAACTTTACT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 it 1 1 1 1 M 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 ii 1 1 1 1 1 1 1 M i ii 1 1 1 

2006 TACAGCTGGCAGCGCAGAGAAGGAAAAAAAAGTTTCTCCAAGCMTGGCAAAACTTTACT 



2654 TTTAAGCAGTT AAATTTTTTTAACTTTTATTTTTTAAACAATGGGCTAAAAATAAACAGT 

I 1 1 I } I K I M I I i I M 1 I ) 1 1 J 1 1 1 1 1 1 1 1 1 J M ) 1 M 1 1 ! I U Ml J 1 I I I I I I I 1 1 I J 
2066 TTTAAGCAGTTAAATTTTTTTAACTTTTATTTTTTAAACAATGGGCTAAAAATAAACAGT 

2594 ATT AAAAGGT TAAG T T TATAT AAT ACAT ATGTACACAATTAGTGGTGTTTTCT TT TCAGA 

I II I | | M I I I I I I I I II I II II I I I I I I I I I I M II I II I I I II III I I I M 1 I I I I I 1 
2126 ATTAAAAGGTTAAGTTTATATAATACATATGTACACAATTAGTGGTGTTTTCTTTTCAGA 

2534 CAAAATACTGAAAC AAATATTAGTTT AAAAACAAACTATACAGAAGACTTC ATACCGTAA 

Minil MIMIII I Ml MiUIIII Ml MMIIMMI IIMMl 1 IIMMMII 
2186 C AAAATAC TGAAACAAATATTAGTTTAAAAACAAACTATACAGAAGACT TCA TACCG TAA 

24 74 CAATAAATGTAT AGTTTCTTCAAAGGGAGAAGAGATTCACATATCTGAT AACAAAATAAA 



2246 



Illllll I III) M I I I II Ml IN) III)) I 1 1 1 I I I I I I I I I I 1 I I I I I I I I I I I 1 I I 
CAATAAATGTATAGTTTCTTCAAAGGGAGAAGAGATTCACATATCTGATAACAAAATAAA 



2414 CTAGCAATCTAGTTTTCTAATCTACTTTATGAGGCTGGATTTTTTTTTTAGAAAAGCTAA 



2306 



I M I I I I M I M M I M I I I I M I I I II I I I M M I I I II I M ! M I I I I I I I M I I I I I 
CTAGCAATCTAGTTTTCTAATCTACTTTATGAGGCTGGATTTTTTTTTTAGAAAAGCTAA 



2354 TTTAAAATATTTAGAAATAGCTAGCCTATGTACAGCAAGTTTTCATGTCTTTTTTTAATA 

M 11 I 1 II I I I M II I II I M I II I I II II M I 1 I I I I II M M I M M M I M M M M 
2366 T TTAAAA TA T TTAGAAATAGCTAGCCT ATGTACAGCAAGTT TTCATGTCTT TTTTTAATA 



2294 AATAGATTTCTAGGAGTCAGTATATATTTAATACTCTTCTTCCTTAAGAAAATAGAAGTT 

1 1 1 1 1 ) ; 1 1 1 1 1 1 i i ) 1 1 ) i 1 1 1 1 ) i 1 1 1 1 1 1 f l )| 1 1 1 1 1 n 1 1 1 1 1 i I n i 1 1 1 1 ' n 

24 26 AATAGATTTCTAGGAGTCAGTATATATTTAATACTCTTCTTCCTTAAGAAAATAGAAGTT 



22 34 TAGGTCAAGTGTTAAGCTTTATCACTTTGACACTGTCCTTATCTCACAATGGAGGAATTT 
M I I i I! I I ! M M I II II I I I I II I I I I M I I I I I I M I I I I M I M I I I I I II I I II I 



Fig. 5g 



Sbjct : 
2545 

Query: 
2115 

Sbjct: 
2605 

Query: 
2055 

Sbjct: 
2665 

Query: 
1995 

Sbjct: 
2725 

Query: 
1935 

SbjcL: 
2785 

Query: 
1975 

Sb j ct : 
2845 

Query: 
1815 

Sbjct: 
2905 

Qu«t y : 
1755 

Sbjct: 
2965 

Query: 
1695 

Sbjct : 
302 5 

Query: 
I63h 

Sbict : 
3055 

Query: 
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24 86 TAGGTCAAGTGTTAAGCTTTATCACTTTGACACTGTCCTTATCTCACAATGGAGGAATTT 

2174 AGAAAGGACCTTAACAGTTTCACAAACATAAATAAAGCCTTAGTCACACTAAATTAAAAA 

1 1 1 1 I ]| I 1 1 1 1 i 1 M I 1 1 1 1 11 1 1 ! I II 1 1 II 1 1 1 1 1 1 1 1 M 1 11 1 M 1 1 1 M 1 1 I 1 1 I 
2546 AGAAAGGACC T T AACAGTT TCAC AAACATAAATAAAGCCTT AGTCACAC TAAATTAAAAA 



2114 



AAAAAATTCCTTAGGGATATCTTAGAGTAGTAAAGTGACTTCCTCATATAAArAGTTTGA 



I I J I H I I m I I ) I 1 1 1 I I I I I I I I ) I I I I I I I I I 1 1 I 1 1 II I III I I I 1 I I N I I I J I 
2606 AAAAAATTCCTTAGGGATATCTTAGAGTAGTAAAGTGACTTCCTCATATAAATAGTTTGA 



2054 



AAGGGTACTTAAGTTTTTCACCCAAATTGTGATATACAAAAAGGTTATTACCAAGCAACC 



| I j I I I I I I M I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I M I I I I I I I 
2666 T^GGGTACTTAAGT TT TTCACCCAAATTGTGAT ATACAAAAAGGTTATT ACCAAGCAACC 



1994 



TACATGTCAAGAAAGCCCCAGTTAGGAAGGAGCCACAGCATTTATCTTGTTTATAATTTC 



IHIIIIimilllimmilllllMlMIIIIIIIIIIIIHIMMUIIIIM 
2726 TACATGTCAAGAAAGCCCCAGTTAGGAAGGAGCCACAGCATTTATCTTGTTTATAATTTC 



1934 



TTTGGTACTCCCACTGTTTAGAGCACAGGTTGAACACCATGTTCATCTAAGCCTTATTAG 



M I I II I I I M I I I I M I I I M II I I I I II M I II I I I I I I I I M II I I M I I | I I I I M 
2786 TTTGGTACTCCCACTGTTTAGAGCACAGGTTG AACACCATGTTCATCTAAGCCTTATT AG 

1874 TTAAAAAATGTGTTATGGCAAGGCAAATAAACTAGTTTAAAAAACATTAAATTTCACCAT 

Mlllllll) J j I ) I J 1 1 j M I 1 1 I 1 1 I I I M I M I M ! I 1 1 1 I M I I I I M I M ) 1 I 1 1 
284 6 TTAAAAAATGTGTT ATGGCAAGGCAAATAAACTAGTTTAAAAAACATT AAATTTCACC AT 



1814 



TTGTAGAAATTCAAGTTTTATAATAGCTTGCTATAGCAGCTATAGATAAATTAGTCACCT 



I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I II I I I I I I I I I I U M I I I I i I M 1 I 
. 2 90 6 TTGTAGAAATTCAAGTTTTATAATAGCTTGCTATAGCAGCTATAGATAAATTAGTCACCT 

1754 TATTACAAAACTAAACCTTTGTAAACAAGTTTAAATTTAATTTTCAAGAACCAAATTGCA 

nil it ihn mi ii in in i ii ii i in n urn mm inn in ihhmi 

2966 TATTAC AAAACTAAACCTTTGTAAACAAGTTTAAATTTAATTTTCAAGAACCAAATTGCA 

1 694 CTAGTCAAGAGTGTAGGAATTTTGAGAATCTAACAACTAGATTCAAAGTACTGTATCACT 

! I I M | | I I i \ II I I ; I I I I II I U M i I I I M I I II II I I I I I M I I M I I ) I i 111 M 

3026 CTAGTCAAGMGTUTAGbAATT'rrG 

1 634 TAGTATACCCTT7AAGGTAGCACTTATCCAGTCCAAAACTCCAGTGACAAAATTCCTAGT 
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1 1 1 1 i 1 1 ii ii 1 1 1 1 1 1 1 n 1 1 ii 1 1 1 1 1 1 n n in 1 1 1 1 1 ii n i n it 1 1 1 1 1 1 1 1 1 

308 6 TAGTATACCCTTTAAGGTAGCACTTATCCAGTCCAAAACTCCAGTGACAAAATTCCTAGT 



1574 TTATCAAGATAAACACAGTAACACTGGATTAAAGGAAAAACATTGCTATGGTAT AGACTG 

| | | | | M M | | I I I I I I II I I I II 1 1 II I 1 1 1 1 I I III 1 1 I I 1 I I 1 1 M I I I I M I I I I I 
314 6 T TAT CAAG ATAAACACAGT AACACTGGAT T AAAGGAAAAACATTGCTATGGT AT AG ACTG 



1514 TGGTTGGCTTCTATCCAGTAACCTTGGGAATGAAGACATCTTTGTAAACAAGTCCTGCTG 
M I I ! I I I I llllll II M I IMIIMMII Hill M MIIIMMl INI IN 11 I I I 

3206 TGGTTGGCTTCTATCCAGTAACCTTGGGAATGAAGACATCTTTGTAAACAAGTCCTGCTG 



14 54 TTTCTTTA AC AGCT AACAT AGGA A AT A ATTAAATGTATTCTTTAGTGCC A AT TGTAAGTT 

M | 1 1 M I K I I I 1 1 1 I I M 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I I I M 1 1 1 I I 1 1 1 M 1 1, 1 M I I I I I I I 
32 66 T T TCT TT AACAGCT AACATAGGAAATAATTAAATGTATTCTTTAGTGCCAAT T GT AAGTT 

1394 TTAAAATCAGAATGGCAGTGTAACTTGTGAATTGGCTAGGGCAATCAATCACAGCACTAC 

I I I t ( I I I I I I I I I I I I I I I I I 1 I I II II II 1 II I I II M I I I I III I I I II II I I I I I I 
3326 TTAAAATCAGAATGGCAGTGTAACTTGTGAATTGGCTAGGGCAATCAATCACAGCACTAC 

1334 TTTCTGTAAAACTTTAGTAGTTCAGTGATACCAGTTCTACCCAATCTTGGTGAATTCCAA 



| | M II I | | | | ! I I I 1 I I I I I I I II I II II I I I 1 I I 1 II I I I M I I II I I I I I I I I I II I 
TTTCTGTAAAACTTTAGTAGTTrAGTGATACCAGTTrTArCCAATrTTGGTGAATTrCAA 



1274 CTTGTTTGCTTAGTTATCTTCTTTAGTGTTTTCCTGGTGGTTTTTCAGTGCTCTTCGGTG 



3446 



I | || I || | I I I I I I II II I II II 1 I I I I I I I 11 I II I I II I I II II I I I M I I U I I I I I 
CTTGTTTGCTTAGTTATCTTCTTTAGTGTTTTCCTGGTGGTTTTTCAGTGCTCTTCGGTG 



1214 GTGTCATAATGCCTCCATTGCACACTGGTGACAACTGTCCCCCTTTTCTGAAGGTGTTTA 

MMMIII I I I I I I t 1 1 I I 1 I I I I I I I I i I t I I 1 I I I I I I t t I I I I I t I I M I 1 I 1 1 I I 
3506 GTGTCAT AATGCCTCCATTGCACACTGGTGACAACTGTCCCCCTTTTCTGAAGGTGTTTA 



1154 TGTAATTTACTTCCTCC 1138 

I I II I II I I I II I I I I I 
.3566 TGTAATTTACTTCCTCC 3582 



Score = 305 (222.4 bits), Expect = 0-0, Sum P(4) = 0.0 

Identities = 161/161 (100%), Positives = 161/161 (100%), Strands Minus / 

Plus 



Query 
1080 



115? CCAGCATAGCCAAATAGTTTGTATGTGTCTGGATATTATGTCTGTCTTCCATAGGAATCT 
i M I II i n M I I I M I I I M I I M I M M i M I II I I I I I I I M M If M I I I i I I I M 
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Sbjct : 3967 CCAGCATAGCCAAATAGTTTGTATGTGTCTGGATATTATGTCTGTCTTCCATAGGAATCT 
4026 

Que r y : 1079 TCTTAAAAGTCTTCAGCTTCACTGCACTAGTACTTTTTACTACATTCACAAAACCTACCA 
1020 

I | I I | 1 | | I I I 1 I I II I 1 I I II II I I I I 1 1 1 I I I I I I I I I I II I » I 1 II I I M I I I I I I I 
Sbjct : 4027 TCTTAAAAGTCT TCAGCT TCACTGGACTAG TACTTTTTACTACATTGACAAAAGGT ACCA 

4086 

Query- 1019 TCCAATCTACACATTCTGAAATACTGTCCCACTCCAAACCT 979 

1 1 1 | | I I i I i I 1 1 I I 1 M I II I 1 1 1 1 I I II M I 1 1 II It ! I 
Sbjct: 4087 TCCAATCT ACAC AT T C TG AAAT ACTGT CCC AC TCCAAACCT 4127 

Score - 081 (1G0.5 bits), Expect - 0.0, Sum P(4) - 0,0 
Identities - 117/118 (99%), Positives = 117/118 (99%), Strands Minus / 
Plus 

Query : 982 ACCTGAGGCTTTCTTAACCACTTCAATGGAGGTAAAATGGCACAAGGCAGCAGCAGTCAG 
923 

i i 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 ii 1 1 1 ii 1 1 1 1 1 1 1 1 1 u 1 1 ii 1 1 1 n i ii i ii 1 1 1 1 1 1 1 

Sb j ct : 4 61 S ACCTGAGGCTTTCTTAACCACTTCAATGGAGGTAAAATGGCACAAGGCAGCAGCAGTCAG 
4674 

Queiy- 922 TATTCTGTACTGGAACTCTAATGAATCAATGGCTAGAATACACAGATCTAAAAGCTGA 865 

I f I 1 1 I 1 1 I I I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ I M 1 1 1 1 1 1 I 1 1 ) 
Sbict- 4 675 TATTCTGTACTGGAACTCTAATGAATCAATGGCTAGAATACACAGATCTAAAAGCTAA 47 32 
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